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CDAR 4 THIAR

® CD4 Naive-0:

* CD4 Naive-1:

= CD4 Naive-2:

# CD4 Naive-3: JUN+CD69+
* CD4 Naive-4: SOX4+LEFL+

® CD4 Naive-7: CAMKA4+KLF12+

CD4 Naive-9; ISG15+MX1+
» CD4 CM-0: KLRB1+RPS5+
4 CDACM-1: CAMKA+KLF12+
® CD4 CM-2: ICOS+TGIT+(THh)

NK#ifa

® NK CDS6bright-0: NCAM1++KLRC1+
* NK CDS6bright-1: CDK6+JARID2+
® NK CDS6dim-0: KLRC2+CD3E+
* NK CDS56dim-1: FCER1G+CD38+
¢ NK CD56dim-2: C1orfG+MDM4+
o NK CDS6dim-3: JUN+CDES+
NK CD56dim-4: KLRC1+GZMK+
NK Prolif: MKIGT+PCNA+
* ILC: TNFRSF4+IL2RA+

snapz

Eizk

* Mono CL-0: S100A8+
= Mono CL-1: IL1B+JUN+
* Mona CL-2: HLA-DRB1+
Mono CL-3: IL1B+ $NFKBL+
® Mono CL-4: ISG15+MX1+
 Mono CL-5: CAMK2D+
® Mono CL-6: ClorfS6+MOMa+
* Mona Int: FCGR3A+HLA-DRB1+

® CD4 CM-3: GATA3+(Th2)
* CD4CM-4:
= CD4 CM-5: JUN+CDG9+
+ CD4 EM-0: GZMK+CXCR3# (Thi)
& CD4 EM-L: GATA3+CDB2+ (Th2)
» CD4 Naive-5: Clorf56+MDMd+ » CD4 EM-2: CCR6+KLRBL+ (Th17)
# CD4 Naive-6: TSHZ2+SESN3+  CDA EM-3: TIGIT+PDCD1+ (Tph)
CD4 EM-4: 1SG154MX1+
* CD4 Naive-8: COKB+FAM13A+ o CD4 CTL: GZMH+GNLY+
* Treg Naive: ILZRA+CCRT+
 Treg Act IL2RA+FOXP3+
+ Treg Effector; FOXP3+CTLA+
04 Prolif: MKIET +PCNA+

saap

CD8EE 4 +Z DD THAR

® CD8 Naive-0: * CD8 EM-2: CAMKA+KLF12+

# CDB8 Naive-1: CAMKA+KLF12+ « CD8 EM-3: GZMH+IL7TR+

= CD8 Naive-2: * CD8 EM-4: HLA-DRB1+TIGIT+

# CD8 Naive-3: JUN+CD68+ + CD8 EM-5: ClorfS6+MDMd+
* CD8 Naive-4: CDK6+FAM13A+ » CD3 EM 61 JUN+CD69+

* CD8 Naive-5: 1SG15+MX1+ CD8 EM-T: ISG15+MX1+

# CD8 Naive-6: Clorf56+MDM4+ ~ CD8 Pm\ll MKIG7+PCNA+

@ CD8 Naive-7: SOX4+LEFL+ @ gdT-0: KLRC2+KLRF1+

* CD8 Naive-8: TSHZ2+SESN3+ ng 1: KLRB1+KLRC1+

® CD8 CM-0; LTB+PASK+ * gdT-2; SOX4+RTKNZ+

# CD8CM-1: LTB+GATA3+ * MAIT NKT KLRB1++ZBTB16+

@ CDBEM-0: GIMK++GZMA+ & dnT: CTLA+TIGIT+

@ CD8 EM-1: GZMH++GZMB+

Bifika

® B Transitional: SOX4+PLDA+
* B Naive-0:

* B Naive-1: Clor56+MDM4+
* B Naive-2: JUN+CDGo+

B Naive-3: ISG15+MX1+

* B USM-0: CD2T+IGHM+

#® BUSM-1: JUN+CDE9+

* BMZB-ike: CDIC+FCRL2+

® B SM-0: CDZ7+IGHG1+

® B SM-1: CD27+IGHA2+

* B SM-2: CD27++ANXA2+

® BABC: ITGAX+FCRLS+

® B Plasmablast: CD38+MKI6T+
* B Plasma: CD38+MZB1++

AR

® DCcDCL: CLEC9A+CADML+

* DC cDC2-0: FCER1A+HLA-DRB1+
& DC cDC2-1: VCAN+S100A8+

® DC pDC: LILRAG+ILIRA+

* DCASDC: AXL+SIGLECE+

® Mono NC-0: FCGR3A#+
*® Mono NC-1: FCGR3A+C1QA+
# Mona NC-2: ClorfS6+MOM4+
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